
) :

-O . 1Mean Cone (ug/L so: 0.41 RSD(7»): 328.2) :

Sample ID: 18 Sequence No. 00020

Concentration (ug/L

Cccfl* > C'5cf>)) :

2.3RSD ( 7. ) :Mean Cone SD : 0.75(ug/L ) : 32.9

0002 1Samp Ie ID: 19 sequence No. ;

Concentration (ug/L

3363Concentration (ug/L

2.58 RSD (7.) ■ 15.5(ug/L 16.6 SD :Mean cone ) :

00022samp Ie ID: 20 Sequence No.

) :

0.146

concentration <ug/L

RSD (7.) :Mean Cone (ug/L 36.6) :

Sequence No. 00023

) :

Peak Heignt (A): 0.134Peak Area (A-s): 0.100

120

0.001
0.2

Peak He ight (A) ; 0.091
Background Pk Height (A): 0.036

Peak Height (A): 0.208
Background Pk Height (A): 0.053

Peak Heignt (A): 0.131
Background Pk Height (A): 0.058

Peak He ight (A) : 0 .160
Background Pk Height (A): 0.033

Peak He ight (A) ; 0.180
Background Pk Height (A): 0.032

0.073
0.059

14.8

Peak Height (A): 0.199
Background Pk Height (A): 0.045

Blank corrected Pk Area (A-s):
Concentration <ug/L

0.090
0.146

36.6

0.074
0.074

18.4

Peak Area (A-s):
Background Pk Area (A-s):
Blank corrected Pk Area

) :

0.068 
0 . 

33.4

336 6
0.0

Peak Area (A-s); 0.100
Background Pk Area (A-s): 0.098
Blank Corrected Pk Area (A-s): 0.100
Concent ration (ug/L ); 25.0

Sampler Position; 20

0.085 
(A-S); 0.146

36.6

Peak Heignt (A); 0.093
Background Pk Height (A); 0.039

0.066
0.129

32.4

Peak Area (A-s); 0.059
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);

) :

Peak Area (A-s): 0.074
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s):

) :

Peak Area (A-s): 0.147
Background Pk Area (A-s);
Blank corrected Pk Area (A-s): 
concent ration (ug/L

Sampler Position: 21Samp Ie ID: 21

Sampler Position: 18

sampler Position: 19

Peak Area (A-s); 0.134
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s):
Concentration (ug/L

Peak Area (A-s); 0.130
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);

) :

0.01



Background Pk Height (A); 0.059

> :

Mean cone (ug/L ) : 0.09 RSD (7.) : 0.4

Samp Ie ID; 22 sequence NO . : 00024 sampler Position: 22

) :

337+20) :

Mean Cone ( ug/L ) : 43.9 0.16 RSD (7.) : 0.4

Sequence No.; 00025

0.070

) :

338) :

Mean (ug/L ) ; 36.6 SD ; 2.03 RSD ( 7.) : 5.6C

Samp Ie ID; 24 Sequence No.: 00026 Sampler Position: 24

that

. 077

) :

at

6.4

Samp Ie ID; 25 Sequence No. 00027

0.107

121

337

0.175
43.8

The samp I
Mean cprrS

0.115
0.250

62.4

Peak Height (A): 0.230
Background Pk Height (A): 0.066

greater than
59.7

of the highest standard.
Peak Height (A): 0.286
Background Pk Height (A)-. 0.080

Peak Height (A); 0.229
Background Pk Height (A): 0.067

Peak Height (A); 0.132
Background Pk Height (A); 0.057

of the highest standard. 
Peak Height (A): 0.286
Background Pk Heigntuu

Background Pk Area (A-s):
Blank corrected Pk Area (A-s):
Concentration (ug/L

0.111

0.104
0.176

44.0

of the highest standard.
3.80 RSD (7.) :

Peak Height (A): 0.193
Background Pk Heiojit—f

Are>

The sample absorbance is greater than
Peak Area (A-s): 0.250
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
concentration <ug/L

Tne sample aosoroance is greater t/fa

Peak Area (A-s): 0.228
Background Pk Area (A-s):
Blank Corrected Pk
Concentration (ug<

0^TT7
5^-S ) : 0.228

57 . 1

Sampler Position-. 23

that
SD :

eight (A): 0.190
Background Pk Height (A); 0.074

Peak Area (A-s): 0.141
Background Pk Area (A - s ) .cu-H-t 
Blank corrected Pk Apj®er7A-s); 

Concentration clkt/l ): 35.1

Peak Area (A-s); 0.152
Background Pk Area (A-s):
Blank corrected Pk Area (A-s); 
Concentration (ug/L

Sampler Position; 25

Peak Area (A-s): 0.175
Background Pk Area (A-s): 0.098
Blank Corrected Pk Area (A-s); 
concentration (ug/L

sample ID: 23

Peak Area (A-s): 0.092
Background Pk Area (A-s):

eiosorbance is 
(ug/L ) :

Peak Area (A-s): 0.176
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
concentration (ug/L

0.097

0 . 
38.0



) :

) :

Mean cone (ug/L ) : RSD (7.) :

Sample ID: 26 Sequence NO . : 00028

Concentration (ug/L

339Concentration (ug/L

Mean cone RSD ( 7. ) : 4.5(ug/L 42.9 SD ;) :

sample ID: 27 sequence No.; 00029

0.088

0.075
0.090

3'iCj
RSD (7.) : e.. s1.28Mean cone (ug/L

Sequence no . -. 00030

0.172

Concentration (ug/L

) :

10.0(ug/L 40.2) :Mean cone

Sampler Position-. 29Sequence No.; 0003129sample ID:

0.016Peak Height (A):Peak Area (A-s); -o.ooo
122w-

HO

0.092 
23.0

0.104
0 . 177 

44.3

Peak Height (A): 0.213
Background Pk Height (A): 0.051

Peak Height (A): 0.202
Background Pk Height (A): 0.050

peak Height (A): 0.230
Background Pk Height (A): 0.126

Peak Height (A): 0.212
Background Pk Height (A): 0.057

Peak Height (A): 0.100
Background Pk Height (A): 0.050

Peak Height (A): 0.116
Background Pk Height (A); 0.044

Blank Corrected Pk Area (A-s); 
Concentration (ug/L

Peak Area (A-s);
Background Pk Area (A-s):
Blank corrected Pk Area (A-s):

) :

0.094
0.172

43.0

RSD (7.) :

Sampler Position; 27

o . 097
0.094

23.5

Peak Area (A-s)■

Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 
concentration (ug/L

sampler Position; 26

Sampler Position; 28

Peak Height (A); 0.126
Background Pk Height (A); 0.052

Peak Area (A-s); 0.177
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);

) :

samp Ie ID; 28

331
1 . 6

Peak Area (A-s); 0.150
Background Pk Area (A-s); 0.100
Blank Corrected Pk Area (A-s); 0. 
Concentration (ug/L ): 37.4

Peak Area (A-s); 0.094
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
Concentration (ug/L

Peak Area (A-s); 0.166
Background Pk Area (A-s); 0.138
Blank Corrected Pk Area (A-s); 0.166

): 41.6

Peak Area (A-s): 0.082
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 0.082
Concentration (ug/L ); 20.5

23.3

1 . 93

) :

4.00



Background Pk Height (A): 0.034

) :

0.057

> ■■

Mean Cone ( ug/L ) : RSD(%):o. o 0.11 449.8

Sequence No. 00032

) :

) :

Mean cone (ug/L ) : 32 . 1 SD : 0.47 RSD(*/«) : 1.5

123

Peak He ight (A); 0.017
Background Pk Height (A): 0.029

Peak Height (A): 0.174
Background Pk Height (A): 0.029

-o.ooo
-o . 1

0.061
0.130

32.5

Sampler Position; 30

Peak Area (A-s); 0.001
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); o.oOo
Concentration (ug/L > ■■ 0.1

Peak Area (A-s); 0.130 
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 
concentration (ug/L

Background Pk Area (A-s); 0.061 
Blank corrected Pk Area (A-s>; 
concentration (ug/L

sample ID; 30

Peak Height (A); 0.155
Background Pk Height (A); 0.033

Peak Area (A-s); 0.127
Background Pk Area (A-s); 0.059
Blank corrected Pk Area (A-s); 0.127 
concentration (ug/L ); 31.8



AS_CLP

As_data
L i near

Samp I e ID; Blank sequence oooo 1NO . : sampler Position: 1

0.004

Mean Pk Area (A-s): -0.001 0.0057SD ; RSD(%): 585.4

Auto-zero performed.

Sample ID: Standard 1 Sequence No. 00002

0.086

Mean Pk Area (A-s): 0.085 SD : 0.0012 RSD(%): 1.4

124

Peak Height (A): 0.014
Background Pk Height (A): 0.029

Peak Height (A): 0.018
Background Pk Height (A): 0.061

Peak Height (A): 0.104
Background Pk Height (A): 0.030

Peak Area (A-s):
Background Pk Area (A-s): 
Blank Corrected Pk Area (A-s):

o. 060 
-0.006

Peak Height (A): 0.097
Background Pk Height (A); 0.0270.057

0.084

Element; As 
Time: 16:37 
iD/we i gnt File: 
Cal iPrat ion Type:

Peak Area (A-s): 0.085
Background Pk Area (A-s): 0.053
Blank Corrected Pk Area (A-s): .

Sampler Position: 2

0.061
0.004

EIement File; , 
Date ■. 1 1 / 17/87
Data storage File:
Technique; HGA

Peak Area (A-s): o.083 
Background Pk Area (A-s); 
Blank corrected Pk Area (A-s):

Peak Area (A-s): -0.006
Background Pk Area (A-s);
Blank corrected Pk Area (A-s):



Standard number 1 app I i ed. [ 20.0 J

Sample ID: Standard 2 Sequence No . 00003 sampler Position; 3

) ;

) ;

RSD(7.) ; 2.3Mean Cone ( ug/L 32.4 SD; 0.75> :

Standard number 2 appI ied. c 35.03

Sample ID; standard 3 Sequence 00004no . ;

0.105

) :

Concent ration (ug/L

0.34 RSD(%): 0.7Mean Cone (ug/L ) ; 49.0 SD :

Standard number 3 appI ied. 50.03[

samp I e id-. 5 No. 00005sequence

-0.001
0.056

) ;

Concentration (ug/L

RSD(%); 154.9(ug/L 0.6Mean cone ) ;

00006 sampler Position-. 6sequence No. ■■&samp Ie ID;

) ;

125

Peak He ignt (A); o.o17 
Background Pk Height (A); 0.028

peak Height (A); 0.0 15
Background Pk Height (A); o.030

Peak Height (A); 0.156
Background Pk Height (A); 0.034

Peak Height (A); 0.165
Background Pk Height (A); 0.032

Peak Height (A); 0.191
Background Pk Height (A); 0.035

Peak Height (A); 0.240
Background Pk Height (A); 0.030

Peak Height (A); 0.248
Background Pk Height (A); 0.035

Peak Area (A-s) ;
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 
concentration (ug/L

-0.000 
-0 . 1

0.064
0.167

0.061
0.135

31.8

0.062
0.196

48.8

Peak Area (A-s);
Background Pk Area (A-s); 
Blank Corrected Pk Area (A-s);
Concentration (ug/L

WK.
SD: 0.92

0.059
0.140

32.9

0.054
0.005

1.2

Peak Area (A-s); 0.166
Background Pk Area (A-s); 
Blank corrected Pk Area (A-s); 
concentration (ug/L ) ■■ 42.1

sampler Position. 4

Sampler Position; 5

Peak Area (A-s); 0.139
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 
Concentration (ug/L

Peak Area (A-s); 0.197
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);

); 49.3

Peak Area (A-s); 0.004
Background Pk Area (A-s);
Blank corrected Pk Area (A-s);

) -.

0.069
0.198

Peak Area (A-s); 0.134
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
concentration (ug/L



Concentration (ug/L

Mean cone <ug/L ) : 42.4 SO : 0.41 SD(7. ): 1 . 0

Samp Ie ID: 7 Sequence no . 00007

0.062 0.032

) :

0.038

) : \
Mean Cone (ug/L ) : 1 . 0 SD : 0.40 RSD(7.): 40.7

samp Ie ID: 8 Sequence No. 00008 Sampler Position: 8

) :

) :

Mean Cone (ug/L ) : 24.5 SD : RSD('/.) : 1 . 5

Sequence 00009 Sampler Position; 9NO .

0.044

) :

0.038

30Concentration (ug/L

Mean cone (ug/L SD : 0.10) : 15.7 RSD(7. ) : 0.6

sequence No. ■■ 000 10

0.160
126

j^5D ( 7.

Peak. Height (A): 0.184
Background Pk Height (A); 0.045

Peak Height (A): 0.014
Background Pk Height (A);

Peak Height (A): 0.185
Background Pk Height (A): 0.032

Peak Height (A); 0.076
Background Pk Height (A):

0.071
0.098

24.8

0.082
0.062

15.7

Peak Height (A); 0.075
Background Pk Height (A):o . 080

0.062
15.6

Peak He ight (A) ■■ 0.116
Background Pk Height (A); 0.043

0.003
0.7

Peak Height (A); 0.122
Background Pk Height (A): 0.036

0.074
0.096

24.2

Peak Height (A): 0.015
Background Pk Height (A):

o . 065
0.005

1 . 3

0.068
0.169

42.7

Peak Area (A-s): 0.159
Background Pk Area (A-s): 0.081
Blank corrected Pk Area (A-s):

Sampler Position: 7

Peak Area (A-s). 0.095
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A-s): 0.168
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):

) :

Peak Area (A-s): 0.097
Background Pk Area (A-s);
Blank corrected Pk Area (A-s): 
concentration (ug/L

sampler Position: 10

Samp Ie ID: 9

Peak Area (A-s); 0.061
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s):

) :

Peak Area (A-s): 0.061
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A-s): 0.004
Background Pk Area (A-s):
Blank corrected Pk Area (A-s); 
concentration (ug/L

Samp Ie ID; 1o

Peak Area (A-s): 0.002
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):
Concentration (ug/L



Concentration (ug/L > : 40.3

Mean Cone (ug/L ) ■■ 37.6 RSDC/.) : 10.5

Samp Ie ID; 1 1 Sequence 000 1 1NO . Sampler Position: 1 1

concent ration (ug/L

A) : 0.046

) :

Mean cone (ug/L ) : 37.2 SD : 2.93 RSD(7. ) ; 7.9

Samp Ie ID; 12 Sequence No. 1 2

0.097

) :

iJs greater /th

I ) 1 . 0

sample ID: 13 Sequence No . 000 13

) :

) :

RSD(7. ): 6.6) : 18.0 SD : 1 . 19Mean Cone (ug/L

000 1414 sequence No. ••sample ID:

3HH

Pk
zCn (ug/L

0.088
0.068

17.2

t of the highest standard.
Peak Height (A): 0.268
Background Pk Height (A): 0.053

Peak Height (A): 0.172
Background Pk Height (A); 0.041

Peak Height (A): 0.086
Background Pk Height (A); 0.040

Peak Height (A): 0.178
Background Pk Height (A): o.04S

Peak Height (A): o.oss
Background Pk Height (A): 0.044

Peak He i gnt ( A ) ■■ o . 18 
Background Pk Height^

greater than tnat of the highest standard.
Peak Height (A): 0.262
Background Pk Height (A): 0.051

The jHSmpIe 
Mean cone

0.081
0.139

35 . 1

0.085
0.156

39.2

pan tnat of the highest standard.
SD : 0.57 RSDC/.) :

Sampler Position: 13

Tne sample absorbance
Peak Area (A-s): o 
Background Pk Aj;
Blank correc
Concent ra

Peak Area (A-s): 0.067
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
concentration (ug/L

o . 084 
(A-S): 0.138

34.8

The sample absorbance is greater than 
Peak Area (A-s): 0.237
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s) 238
Concentration (ug/L ); ^Z60 . o 

Peak Area (A-s): 0.138
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):
Concentration (ug/L

Sampler Position: 12

Peak Area (A-s): 0.154
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):

) :

Peak Area (A-s): 0.137
Background Pk Area (A-s); 
Blank Corrected Pk Area 
Concentration (ug/L ):

X34

(A-S): 0.097
Area (A-s)■ 0.235 

): 59.2

absorbance
(ug/L ) :

Peak Area (A-s): 0.074
Background Pk Area (A-s): 0.075
Blank Corrected Pk Area (A-s); 0.075 
Concentration (ug/L ): 18.8

Sampler Position:



) :

Concentration (ug/L

Mean Cone < ug/L ) : 40.3 RSD(7. ) : 2.0SD :

Sequence NO . 000 15

) :

BMP.) :

Mean cone (ug/L RSD ( 7. ) : 56.5) : 1 . 7 SD :

Sampler Position: 6Sample ID; & Sequence No. : 000 16

0.029

> :

0.031

(><)) :
6.0( ug/L SD : 2.12 RSD(7») ;Mean cone ) : 35.5

NO . 000 17sequence

0.034

> :

0.034

SoVC) :

(ug/L ) ; 16.3 RSD(7.) :Mean cone SD : 0.15 0.9

128

11

3HS"

•
0.98

0.147
37.0

Peak Height (A): 0.017
Background Pk Height (A): 0.032

Peak Height (A): 0.019
Background Pk Height (A): 0.032

Peak He i ght (A) ; 0.196
Background Pk Height (A); 0.045

0.065
0.065

16.4

Peak Height (A): 0.164
Background Pk Height (A):

Peak Height (A): 0.178
Background Pk Height (A);

Peak Height (A); 0.078
Background Pk Height (A);

Peak Height (A): 0.203
Background Pk Height (A); 0.048

Peak Height (A): 0.080
Background Pk Height (A):

0.068
0.135

34.0

0.084
0.162

40.9

0.064
0.064

16.2

0.056
0.010

2.4

0.059
0.004

1 . 0

Peak Area (A-s); 0.134
Background Pk Area (A-s);
Blank corrected Pk Area (A-s): 
concentration (ug/L

Sampler Position; 5

Sampler Position; 7

Peak Area (A-s); 0.063
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
concentration (ug/L

Peak Area (A-s); 0.157
Background Pk Area (A-s); o.095
Blank corrected Pk Area (A-s); 0.158 
Concentration (ug/L ); 39.8

Peak Area (A-s); 0.003
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 
Concentration (ug/L

Peak Area (A-s); 0.064
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
concentration (ug/L

Peak Area (A-s); 0.008
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
Concentration (ug/L

Peak Area (A-s); 0.146
Background Pk Area (A-s); 0.064
Blank Corrected Pk Area (A-s); 
Concent ration (ug/L

Samp Ie ID; 7

Sample ID; 5

Peak Area (A-s); 0.161
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);

) ;



sampl e ID; s sequence 000 1 8 Sampler Position;No. 8

concentration (ug/L

) :

Mean cone ( ug/L ) ; 36.9 2.8SD ; 1 . 03 RSDC/.) ;

Samp Ie ID; 9 Sequence NO . : 00019

0.065

) :

) :

Mean Cone RSDC7.) ; 5 .<ug/L ) : 17.4 SD : 1 . 00

00020samp Ie ID; 10 sequence NO .

> :

) :

RSD(%); 2.7Mean Cone SD; 0.96( ug/L ) ; 35.9

1 1samp Ie ID; 00021 sampler Position;1 1 Sequence No .

0.038

) ;

0.037

90concentration (ug/L

7.4RSDC/.) :(ug/L 16.4) :Mean Cone

129

0.068
0.068

17.2

Peak Height (A); 0.199
Background Pk Height (A); 0.038

Peak He ight (A) : 0.177
Background Pk Height (A); 0.037

Peak Height (A); 0.086
Background Pk Height (A); 0.0380.072

0.066
16.7

Peak Height (A); 0.073
Background Pk Height (A);

Peak Height (A); o.092
Background Pk Height (A); 0.040

Peak Height (A); 0.082
Background Pk Height (A):

0.069
0.140

35.2

Peak Area (A-s);
Background Pk Area <A-s);
Blank Corrected Pk Area (A-s);
Concentration (ug/L

0.068
0.149

37.6

Peak Height (A); 0.182
Background Pk Height (A); 0.038

Peak He i ght (A) ; 0.179
Background Pk Height (A); 0.036

Peak Area (A-s); 0.060
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 
concentration (ug/L

0.081
0 . 145

36.6

0.076
0.072

18.1

0.069
0.061

15.5

Sampler Position; 9

0.071
0.143

36.2

Peak Area (A-s); 0.070
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
Concentration (ug/L

Peak Area (A-s); 0.067
Background Pk Area (A-s);
Blank corrected Pk Area (A-s);

) ;

Peak Area (A-s); 0.138
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 
concentration (ug/L

sampler Position; 10

Peak Area (A-s): 0.144
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 
concentration (ug/L

Peak Area (A-s): 0.142
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 
Concentration (ug/L

Peak Area (A-s): 0.148
Background Pk Area (A-s);
Blank corrected Pk Area (A-s);

) ;





Mean Cone < ug/L ) : 1 . 2 so: 1 . 04 RSD(7») : 86.1

Sample ID: 16 Sequence 00026NO .

) :

) : •3H^ 4 5.0
Mean Cone 2.0( UCf/L ) : 25.0 SD : 0.50

1 7Sampler Position:sample ID; 17 Sequence No. 00027

) :

) :

RSD ( 7. ) : 55.2Mean cone (ug/L ) : -o . 6

Samp Ie ID: 1 8 Sequence No . 00028

) :

0.128

SD: 2.35 RSD(%):

> :

6 .9Mean Cone (ug/L ) : 34.3 SD

00029 sampler Position: 1 9Samp Ie ID: 19 Sequence No . :

0.033

Concentration (ug/L

o . 0350.073
04 1 131) :

Peak Height (A); 0.129
Background Pk Height (A); 0.033

Peak He ight (A): o. 170
Background Pk Height (A); 0.027

Peak Height (A): 0.157
Background Pk Height (A); 0.032

Peak Height (A): 0.124
Background Pk Height (A); 0.035

Peak Height (A); 0.055 
Background Pk Height c

0.055
0.142

35.9

•3M

0.064
0.101

25.3

0.068
0.041

10.3

0.050 
-0 .

-0.8

0.053 
-0.001

-0.4

Peak Height (A); 0.020
Background Pk Height (A); 0.029

Pea^mTi gnt (A): 0.056
dSSfckground Pk Height (A):

Peak Area (A-s)■
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
concentration (ug/L

0.065
0.129

32.6

sampler Position: is

Peak He ight (A) : 0.014
Background Pk Height (A): 0.029

Peak Area (A-s): o.040
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):

) :

Peak Area (A-s); 0.040
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s)'

Concentration (ug/L ): 1

Peak Area (A-s): 0.099
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s);
Concentration (ug/L

Peak Area (A-s): -0.004
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):
Concentration (ug/L

0.065 
(A-s): 0.098

24.6

Peak Area (A-s): -0.003
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
concentration (ug/L

Peak Area (A-s): 0.141
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

Sampler Position: io

Peak Area (A-s); 0.097
Background Pk Area (A-s):
Blank corrected Pk Area 
concentration (ug/L

RSD(7.) :

0.32



sampie ID:

O . 069

0.076

Mea (ug/L 35.6) : SD : O . 42 RSD ( 7. ) : 1.2nc

Sequence 00031 Sampler Position;no . ; 2 1

Concentration (ug/L

II) :

RSD ( 7. ) ; 5.6Mean Cone (ug/L 10.6 SD ; 0.60) ;

00032Sample ID; 22 Sequence No.

) :

concentration (ug/L

Mean Cone RSD ( 7») ; 1.8(ug/L ) ; 32.0 SD ;

Sample ID; 23 00033 Samp l er pos i t i orc.sequence No.

0.0380.070

&) :

132

0.068
0.040

10.2

Peaks Heignt (A); 0.163
Background Pk Height (A); 0.038

Peak He i gnt (A); 0.152
Background Pk Height (A); 0.038

Peak He ight (A) ; 0.161
Background Pk Height (A)-. 0.042

0.072
0.128

32.4

0.074
0.125

31.6

Peak Height (A): 0.052
Background Pk Height (A); 0.043

O . 064 
t ( A ) ;

Peak Height,
Back.

0.141
4$ - S ) :

Area (A-s); 
): 35.9

e ight (A) ; 0.059
Background Pk Height (A): 0.039

Peak Area (A-s);
Background Pk Area^ 
Blank Correctec^K 
Concent rat iof^Tug/L

o . 059
0.044

11.0

Sampler Position; 22

Peak Area (A-s); 0.127
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
Concentration (ug/L

(A); 0.173
< He i gnt (a >; o.040

Peak Area (A-s); 0.043
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);

) ;

Peak Area (A-s); 0.040
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s) 
concentration (ug/L

peak Area (A-s); 0.039
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 
Concentration (ug/L

Samp Ie ID; 21

Peak Area (A-s); 0.124
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);

) .

Peak Height (A); 0.053
Background Pk Height (A); 0.033

Peak Area (A-s); 0.139
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
concentration (ug/L

Peak Area (A-s); o.
Background Pk i n,~s) ; 0.070

Blank couiBtffea Pk Area (A-s);

(UCJ/LMean Cone



Concentration (ug/L ) ; 9.8

Mean cone ( ug/L ) : 10.1 0.42SD : RSDCA ) : 4 . 1

Samp Ie ID; 24 00034seq e

ion (ug/L

Mean Cone (ug/L 34.2 0.18 RSD(7.) • 0.5) : SD :

Sample ID; 25 Sequence NO . ; 00035

37

) ;

0.035

Mean Cone (uq/L

samp Ie ID;

067

Cone O . 43 RSD(7. ) ; 1.3Me <ug/L ) : 33.7 SD :

sampler Position; 2700037Sequence No.

) :

0.068

133

Peak Height (A); 0.167
Background Pk Height (A); 0.041

0.072
0.041

10.2

Peak Height (A); 0.156
Background Pk Height (A); 0.038

Peak Height (A); 0.146
Background Pk Height (A); 0.037

Peak He ight (A); o. 165
Background Pk Height (A); 0.043

Peak Height (A)^ 
Background puZTr

Peak Height (A); 0.052
Background Pk Height (A); 0.036

Peak Height (A); 0.051
Background Pk Height (A); o.

Peak He i ght (A); 0.055
Background Pk Height (A); 0.040

Background P^

Blank Corn
Concentjadrt

Peak Area ( A-s )134
rea (A-s); 

ted Pk Area (A-s);
) ;

Peak Area (A-sj*r 0.134
Area (A-s);

cted Pk Area (A-s);
) :

A-S ) :
33.4

(P0.056 

^ght (A);

Sampler Position; 24

0.071
0.032

8.1

Background
Blank Cor
Concenuretion <ug/L

0.056
0.040

0.079
0.135

34 . 1

Peak Area (A-s); 0.039
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);
Concentration (ug/L

Sampler Position; 25

0.071
0.135

34.0

Peak Area (A-s); 0.131 
Background Pk Area (A-s); 
Blank Corrected Pk Are^ 
Concentration (ug/L^Zf;

Peak Area (A-s); 0.031
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 
concentration (ug/L

Peak Area (A-s). 0.039
Background Pk Area (A-s);
Blank corrected Pk Area (A-s);
Concentration (ug/L ); 10.2

Peak Area (A-s); 0.046
Background Pk Area (A-s);

Peak Area (A-s); 0.135
Background Pk Area (A-s); 
Blank corrected Pk Area ( 
Concentration (ug/L

sampie ID; 27

0
0.136

34.3

) :



It0.047
) :

Mean cone (ua/L 10.3) : 11.0 SD : 1.14 RSD(7.) :

Samp Ie ID; 23 Sequence 00038 sampler Position: 28No. :

0.131

) :

) :

Mean Cone (ug/L ) : 32.4 SD : 4.4

sequence No. 00039

) :

Mean Cone RSD(7.) : 96.3(ug/L ) ; -0.6 SD :

00040Sample ID: 30 Sequence No . :

0.128
0.059 0.031

) ;

0.030

SD: 2.03 \

) :

Mean cone <ug/L SD < 7.) : 6.0) : 33.9

Sequence No. 0004 1

peak Area (A-s): 0.045 peak Height (A): 0.055

134

Peak Height (A); 0.013
Background Pk Height (A): 0.028

Peak Height (A): 0.017
Background Pk Height (A); 0.028

Peak Height (A): 0.156
Background Pk Height (A): 0.036

peak He ignt (A) : o.154
Background Pk Height (A). 0.035

Peak Height (A): 0.057
Background Pk Height (A): 0.037

Peak Height (A): 0.164
Background Pk Height (A)

0.073
0.132

33.4

Blank corrected Pk Area (A-s); 
Concentration (ug/L ): 11.8

Peak Height (A): 0.165
Background Pk Height (A):

0.053 
-0.001

-0.2

Peak Area (A-s):
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 0.129
Concent ration (ug/L ): 32.5

0.62

0.079
0.124

31.4

Peak Area < A-s ) ■■
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):
Concentration (ug/L 

Sampler Position: 29

o . 054
0.140

35.4

Sampler Position: 31Samp Ie ID; 31

0.052 
-0.004

-1.1

Peak Area (A-s): 0.139
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
concentration (ug/L

Peak Area (A-s); -0.002
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s);
Concentration (ug/L

sampler Position: 30

Peak Area (A-s); 0.123
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

samp Ie ID: 29

Peak Area (A-s); -0.005
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
concentration (ug/L ):

Peak Area (A-s): 0.037
Background Pk Area (A-s): 0.066
Blank corrected Pk Area (A-s); 0.038
concentration (ug/L ): 9.6

RSD(7.) :1 . 42



Background Pk Height (A): 0.031

It
Mean cone (ug/L RSD(7o): 13.8) : 10.6 SD :

NO.: 00042Sample ID; 32 Sequence

) :

concentration (ug/L

2.0(ug/L 30.7 SD :Mean cone ) :

NO . 00043sequence

concentration (ug/L

RConcentration (ug/L

11.9RSD(7.) :8.5 SD :Mean Cone (ug/L ) :

sampler Position: 3400044Sequence No.samp Ie ID: 34

) :

) :

7.92.49SD :(ug/L 31.3Mean cone ) :

Sequence No. 00045

135

0.124
31.2

Peak Height (A); 0.048
Background Pk Height (A): 0.037

Peak Height (A); 0.048
Background Pk Height (A): 0.040

Peak Height (A): 0.151
Background Pk Height (A): 0.039

peak Heignt (A): 0.157
Background Pk Height (A): 0.037

Peak Height (A): 0.166
Background Pk Height (A); 0.036

Peak Heignt (A): 0.155
Background Pk Height (A): 0.036

Peak Height (A): 0.050
Background Pk Height (A): 0.034

O . 078
0.117

29.6

0.072
0.120

30.3

0.078
0.131

33 . 1

0.073
0.031

7.8

0.057
0.046

0.069
0.036

9.2

Sampler Position: 33

o
RSD(7.) :

100
RSD(7o) :

sampler Position: 35

sampler Position; 32

1.01

Peak Area (A-s): 0.122
Background Pk Area (A-s): 0.065
Blank corrected Pk Area (A-s); 
concentration (ug/L

Peak Area (A-s); 0.119 
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s):

) :

Peak Area (A-s); 0.030
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);

) :

Sample ID; 33

Peak Area (A-s); 0.035
Background Pk Area (A-s);
Blank corrected Pk Area (A-s):

) :

Peak Area (A-s): 0.116 
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
concentration (ug/L

sample ID: 35

Peak Area (A-s): 0.130
Background Pk Area (A-s);
Blank corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A-s): o.040
Background Pk Area (A-s): o.063
Blank corrected Pk Area (A-s): 0.041
concentration (ug/L ) •. 10.4

Background Pk Area (A-s);
Blank corrected Pk Area (A-s): 
Concentration (ug/L ) : 11.7

1.46



% o
Mean Cone (ug/L ) : 9.8 RSD(%): 10.0

m ru *r* m ru

Sample ID; 36 Sequence NO . 00046 Sampler Position; 36

concent ration (ug/L

0.122

) ;

Mean cone (ug/L ) : 30.5 SO : 0.71 2.3

Samp Ie ID; 37 Sequence 00047NO .

(A) : 0.03.

) ;

concentration (ug/L

Mean cone (ug/L

samp Ie ID;

o . o

) :

0

(ug/L SD : 0.18 RSD(7o); 0.4Mean ) ; 42.9nc

Sequence No. 00049

136

2
( A ) ;

0.119
30.0

Peak He ight (A) ■ 0.051
Background Pk Height (A); 0.036

0.084
0 . 

17.5

Peak Height (A); 0.020
Background Pk Height (A); 0.029

Peak Height (A); 0.181
Background Pk Height (A); 0.042

Peak Heignt (A); 0.156
Background Pk Height (A); 0.038

Peak Heignt (A); 0.151
Background Pk Heignt (A); 0.034

Peak Height (A); 0.185
Background Pk Height (A); 0.044

0.065
0.036

9 . 1

Peak Area (A-s);
Background Pk An

C Pk
(ug/L

0.068
0.123

31.0

<70

( A-S );
Area (A-s);

) ;

peak Heignt (A); 0.092
Background Pk Height

Blank Correc
Concentrate

Peak Heignt (A);
Background Pk Hasroht

0.081
0.073

18.3

0.080
0.171

43 . 1

sampler position; 38

sampler Position; 37

Peak Area (A-s);
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);
Concentration (ug/L

; 0.1
42.8

Sampler Position; 39

Peak Area (A-s); 0.071
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);
Concentration (ug/L

Peak Area (A-s); 0.068
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);

) ;

Peak Area (A-s); 0.169
Background Pk Area (A-s); ■ 
Blank Corrected Pk Area (A. 
concentration (ug/L

Peak Area (A-s); 0.118
Background Pk Area (A-s); 0.074
Blank Corrected Pk Area (A-s);

) ;

Samp Ie ID; 39

Peak Area (A-s); 0.004
Background Pk Area (A-s); 0.047
Blank Corrected Pk Area (A-s); 0.005
concentration (ug/L ); 1.4

Peak Area (A-s); 0.035
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 
concentration (ug/L );

0.98

RSD(7.) ;

0.039



) :

Mean cone (UQ/L ) : 0.2 SO ■ RSD(7. ) : 727 . 1

Sample ID: 40 sequence No. ■■ 00050 sampler Position: 40

) :

Mean Cone

137

o.

Peak Height (A): 0.016
Background Pk Height (A): 0.031

Peak Height (A): 0.158
Background Pk Height (A): 0.029

Peak Height (A): 0.163
Background Pk Height (A): 0.0300.054

0.133
33.5

Peak Area (A-s): 0.132
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

1.61

Peak Area (A-s): 0.140
Background Pk Area (A-s): 0.059
Blank Corrected Pk Area (A-s): 
Concent ration (ug/L

Peak Area (A-s): -0.005
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s):
Concentration (ug/L

0.055
-0.004 

-0.9

(ug/L



AS_CLP

As_data
L i near

Sample ID: Blank, No.: 00001 Sampler Position: 1sequence

981.4Mean Pk Area (A-s): 0.000 SD : 0.0049 RSD(7.) :

Auto-zero performed.

Sample ID: Standard 1 Sequence NO . 00002

3.9Mean Pk, Area (A-s); 0.080 SD : 0.0031 RSD(%):

standard number i applied. 20.0][

standard 2Sample ID: Sequence No. 00003

) :

) :

SD : 1.30 RSD(7.) : 3.7Mean Cone ( ug/L ) : 35.3

35.0]Standard number 2 applied. t

Sequence No. 00004Sample ID; Standard 3

0.213
o . 060

138

Peak Height (A): 0.238
Background Pk Height (A): 0.036

Peak Height (A): 0.012
Background Pk Height (A): 0.029

Peak Height (A): 0.009
Background Pk Height (A): 0.026

Peak Height (A): O.15O
Background Pk Height (A): 0.037

Peak He i ght ( A): 0.263
Background Pk Height (A): 0.037

Peak Height (A): 0.162
Background Pk Height (A): 0.032

Peak Height (A): 0.364
Background Pk Height (A)-. 0.038

0.054
0.078

Peak Area (A-s);
Background Pk Area (A-s):

0.053
O . 004

Sampler Position: 2

Sampler Position: 3

sampler Position: 4

Peak Area (A-s); 0.083
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s):

0.047
0.082

0.054
0.145

36.2

E I erne nt File: 1 

Date: 11/19/87 
Data Storage File-. 
Technique; HGA

peak Area (A-s): 0.004
Background Pk Area (A-s):
Blank corrected Pk Area (A-s):

peak Area (A-s): 0.145
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A~s>: 0.138
Background Pk Area (A-s); 0.055
Blank Corrected Pk Area (A-s): 0.137 
Concentration (ug/L ): 34.4

EIement: As
T i me: 8:50
lD/wei ght File: 
Calibration Type;

Peak Area (A-s); 0.078
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):

Peak Area (A-s): -0.003
Background Pk Area (A-s): 0.049
Blank corrected Pk Area (A-s): -0.003



) :

concentration (ug/L

Mean Cone 54.3 SD : 1.91 RSD(7.) : 3.5(ug/L ) :

standard number 3 app I i ed. [ 50.02

Samp i e ID: 5 Sequence No. ■■ 00005

) :

Cok/. Co/’ A-C-A Co)) :

RSD(7. ): 245.5SD : 0.07Mean Cone (ug/L ) : -0.0

Sampler Position:Sequence 00006 6NO . :

) :

) :

2.3RSD(%):Mean cone ( ug/L ) : 42.4

00007samp Ie ID: 7 Sequence No.;

) :

Concentration (ug/L

RSD(7. ) : 11.9Mean cone (ug/L ) :

Sampler Position;Sequence No.; 00008

33 e>

Peak He i gnt ( A ); o.127
Background Pk Height (A): 0.055

0.056
0.177

4 1.8

Peak Height (A); 0.280
Background Pk Height (A); 0.036

Peak Height (A): 0.288
Background Pk Height (A); 0.042

Peak Height (A): 0.373
Background Pk Height (A): 0.040

Peak Height (A): 0.126
Background Pk Height (A); 0.053

Blank Corrected Pk Area (A-s);
Concentration (ug/L

Peak Height (A); 0.009
Background Pk Height (A): 0.022

Peak Height (A); 0.009
Background Pk Height (A): 0.024

0.213
52.9

0.059
0.223

55.6

139

0.043 
-0.000

-0 . 1

Sampler Position; 7

0.046
0.000

0.0

Peak Area (A-s): 0.177
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
concentration (ug/L

Peak Area (A-s): 0.183
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s);
Concentration (ug/L ): 43.1

Samp Ie ID: 6

Samp Ie ID; 8

Sampler Position; 5

0.061
0.182

Peak Area (A-s): 0.224
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):

) ;

Peak Area (A-s); 0.068
Background Pk Area (A-s):
Blank corrected Pk Area (A-s);

): 16.0

Peak Area (A-s); o.000
Background Pk Area (A-s);
Blank corrected Pk Area (A-s): 
Concent ration (ug/L

Peak Area (A-s)- 0.081
Background Pk Area (A-s): 0.074
Blank corrected Pk Area (A-s): 0.080
Concentration (ug/L ) •. 19.0

Peak Area (A-s): 0.001
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

0.97

o. 067



0.152

) :

33 g> +2-0) :

Mean cone (ug/L 34.5 SD : RSD < 7. ) '• 5.0) :

Sample ID; 9 00009 Sampler position: 9sequence No.

RSD (7. ) : 6.00.88Mean cone (ug/L

samp Ie ID:

) :

) :

2.4Mean Cone 32.8( ug/L ) :

Sampler Position:sequence No. 000 1 1 11Samp Ie ID; 1 1

) :

0.052

377 >5) :

RSD ( 7. ) : 1 . 5(ug/L ) ; 0.19Mean cone

140

0.078
0.141

33.3

0.075
0.151

35.7

Peak Height (A): 0.235
Background Pk Height (A); 0.058

Peak Height (A): 0.089
Background Pk Height (A): 0.032

Peak Height (A); 0.093
Background Pk Height (A): 0.034

Peak Heignt (A): 0.221
Background Pk Height (A): 0.045

peak Height (A): 0.257
Background Pk Height (A): 0.066

Peak Height (A). 0.242
Background Pk Height (A): 0.047o . 063

0.141
33.3

0.053
0 . 

13.9

Peak Area (A-s): 0.059
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s); 
Concentration (ug/L

o . 059
0.

Peak Area (A-s);
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):
Concentration (ug/L

Peak Area (A-s):
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):
Concentration (ug/L

Peak Heignt (A): 0.090
Background Pk Height (A): 0.0320.051

O . 053 
12.4

0.059
0.136

32.2

1.71

Peak Area (A-s): 0.141
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A-s): 0.065
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A-s): 0.141
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A-s): 0.137
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):
Concentration (ug/L

Peak Height (A): 0.110
Background Pk Height (A): 0.037

Peak Area (A-s): o.053
Background Pk Area (A-s): 
eIank corrected Pk Area (A-s); 
Concentration (ug/L

) :

0.78 RSD ( 7. ) :

0.050



Samp I e ID: 00012i a Sequence NO .

0.135

Concentration (ug/L

0.128

Concentration (ug/L

Mean Cone (ug/L ) : 31.0 RSD(7.) :

Sample ID: 13 Sequence 000 1 3NO .

) :

0.048
0.071

0.047

II 399) :

RSD(7. ) : 7.00.75Mean Cone 10.7 SD :(ug/L ) :

00014samp Ie ID: 1 4 sequence NO . :

0.123

) :

) :

RSD(7. ) : 2.6SD ;28.5Mean cone (ug/L ) :

000 15Sample ID: Sequence No.:1 5

0.045

) :

0.034

35!Concentration (ug/L

20.5RSD(7.) :9.2(ug/L ) :Mean cone

141

Peak Height (A): 0.201
Background Pk Height (A); 0.051

Peak Height (A): 0.080
Background Pk Height (A): 0.047

Peak Height (A); 0.072
Background Pk Height (A); 0.041

Peak He ight (A) ; 0.071
Background Pk Height (A): 0.038

Peak Height (A); 0.195
Background Pk Height (A): 0.050

Peak Height (A); 0.217
Background Pk Height (A); 0.044

Peak Height (A); 0.213
Background Pk Height (A): 0.040

0.060
0.135

31.9

Peak Area (A-s);
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):

) :

Peak Area (A-s):
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):

) :

Peak Area ( A-s ) ••
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A-s):
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
concentration (ug/L

Peak Area ( A-s ) ■■
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
concentration (ug/L ): 11.2

Peak Area < A-s) ■■
Background Pk Area (A-s);
Blank corrected Pk Area (A-s);

) :

0.072
0.043

10.2

0.071
0.123

29.0

0.73

0.071
0.118

28.0

0.062
0.045 

10.5

Peak Height (A): 0.083
Background Pk Height (A); 0.047

0.066
0.033

7.9

0.062
0.127

30 . 1

Peak Area (A-s)- 0.119
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
Concentration (ug/L

sampler Position: 13

sampler Position: 15

Sampler Position: 14

sampler Position: 12

Peak Area (A-s); 0.044
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
concentration (ug/L

4 . 1

1.88



r

Sample l D • 1 6 Sampler Position; 16Sequence 000 16NO .

0.115

) :

0.118 0.203

concentration (ug/L

RSD(%) ;Mean Cone ( ug/L ) ; 27.5

000 17Sample ID; Sequence NO .1 7

) :

0.000
0.048

) :

174.6RSD(7.) ;Mean Cone SD ; 0.37(ug/L ) : 0.2

00018Sequence No. ■■Samp i e ID; 1 8

0.039

Concentration (ug/L

O . 037

CwJ- CaJh) :

SD ; 0.36Mean Cone 34.5(ug/L ) ;

sampler Position; 1 ©000 19NO . ;Samp Ie ID; Sequence1 9

) :

0.035

) ;

142

Peak Height (A); o . 008
Background Pk Height (A); 0.024

Peak He ignt (A); o.278 
Background Pk Height (A);

Peak Height (A); 0.068
Background Pk Height (A); 0.037

Peak Height (A); 0.060
Background Pk Height (A); 0.035

Peak Height (A); 0.273
Background Pk Height (A);O . 062 

0 .
34.8

Peak Height (A);
Background Pk Height (A); 0.048

O . 059
0.035

8.2

0.058
0.038 

9.0

0.046
0.002

0.5

Peak Area (A-s); 0.003
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
concentration (ug/L

0.058
0.145

34.3

-0.000 
-0 . 1

Peak Area (A-s);
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
concentration (ug/L

Peak Area (A-s);
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);
Concentration (ug/L

Peak Height (A); 0.009
Background Pk Height (A); 0.025

Peak Area (A-s);
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
concentration (ug/L

0.070
0 . 118

27.8

Peak Area (A-s);
Background Pk Area (A-s);
Blank corrected Pk Area (A-s);

) :

0.068
0.115

27 . 1

3 5/ A
1.9

Peak Height (A); 0.194
Background Pk Height (A); 0.045

Peak Area (A-s); 0.145
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);

) :

Sampler Position; 18

Peak Area (A-s); 0.148
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
Concentration (ug/L

sampler Position; 17

Peak Area (A-s); 0.039
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
concentration (ug/L

0.52

RSD(’A) ;
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w

samp I e ID; B l ank Sampler Position: 1Sequence No . 000 13

) :

0.006

) ■■

Mean cone (ug/L ) : 1.2 SD : 0.17 BSD (7.) : 13.7

Auto-zero performed.

Sample ID; standard 1 Sequence No . 000 14 Sampler Position; 2

) ;

) :

Mean Cone ( ug/L ) : 22.5 SD : 0.23 RSD(7.) : 1 . 0

standard number 1 app I ied. t 20.0]

sample ID; standard 2 Sequence No.; 000 15

) ;

144

SCA6VT2.'

Peak Height (A): 0.009
Background Pk Height (A); o.oos

Peak He ight (A) ; 0.010
Background Pk Height <A>; o.oos

Peak Height (A); 0.184
Background Pk Height (A); 0.044

Peak Height (A); 0.152
Background Pk Height (A); 0.036

Peak He i ght (A) ; 0.157
Background Pk Height <A). 0.037

-0.025
0.005

1 . 4

-0.000
0.083

22.3

Peak Area (A-s);
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 
concentration (ug/L

-0.001
o . 084

22.6

-0.022
0.004

1 . 1

0.013
0.127

30.5

Sampler Position; 3

(K)

Peak Area (A-s); 0.133
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
Concentration (ug/L

Peak Area (A-s); 0.090
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
Concentration (ug/L

Peak Area (A-s); 0.089
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
concent ration (ug/L

Peak Area (A-s); 0.005
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 
concent ration (ug/L



0.017

) :

RSD ( 7. ) : 1 . 0SD ; 0.31Mean Cone ( Ug/L ) : 30.3

35.0JStandard number 2 applied. c

Sequence NO . 00016Sample ID: Standard 3

0.028

) :

0.030

) :

RSD (7.) : 0 . 10.04Mean Cone <ug/L SD ;) : 47.8

Standard number 3 applied. 50 . o J£

NO . 00017Sequencesampie ID: 5

o . 007

> :

) :

-0.021
-o.ooo 

-O . 1

Peak Height (A): 0.010
Background Pk Height (A); 0.007

Peak Height (A): 0.282
Background Pk Height (A); 0.071

Peak Height (A); 0.201
Background Pk Height (A); 0.048

Peak Height (A): 0.277
Background Pk Height (A); 0.069

Peak Area (A-s):
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):
Concentration (ug/L

-0.021
0.001

0.3

Peak Height (A); 0.009
Background Pk Height (A): 0.006

- 145

Sampler Position: 4

sampler Position: 5

Peak Area (A-s); 0.131
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 0.125 
concentration (ug/L >; 30.1

Peak Area (A-s): 0.185
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 0.179 
concentration (ug/L ); 47.7

Peak Area (A-s): 0.186
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 0.180 
concentration (ug/L ): 47.8

Peak Area (A-s); 0.005
Background Pk Area (A-s):
Blank corrected Pk Area (A-s):
Concentration (ug/L



340.8RSD (7.) :0.320 . 1 SD : O . 32 .___ RSDMean cone (ug/L ) :

Samp Ie ID: 6 Sequence 000 18 Sampler Position: 6No. :

0.070

) :

) :

Mean Cone (ug/L 49.7) :

Sample ID: 7 Sequence No . 00019

> :

) :

5.9SD :Mean Cone (ug/L ) : 1 . 5

sampler Position; 800020sample ID; 8 sequence no.

) :

Concentration (ug/L

RSD (7.) ; 40.5SD :Mean cone (ug/L ) : 0.9

NO . 0002 1Sequencesample ID; 9

0.025

146> :

0.036

0.033
0.181

49.4

Peak Height (A): 0.010
Background Pk Height (A):

Peak Height ( A ) •• o . o 1 1 
Background Pk Height (A);

Peak Height (A); 0.015
Background Pk Height (A): 0.038

Peak Height (A); 0.015
Background Pk Height (A): o.027

Peak Height (A): 0.013
Background Pk Height (A); 0.039

Peak Height (A); 0.016
Background Pk Height (A): 0.038

Peak Height (A): 0.282
Background Pk Height (A):

Peak Height (A): 0.279
Background Pk Height (A):0.032

0.183
50 . 1

-0.016
-0.000

-0 . 1

0.37

-0.015
0.003

n 2

-0.018
0.002

0.7

-0.015
0.006

1 . 6

-0.013
0.005

1 . 5

0.09

-0.011
0.004

1.2

Ver. sW.
SD: 0.50

Peak Area (A-s); 0.010
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

Sampler Position-. 9

Peak Area (A-s): 0.187
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s); 
concentration (ug/L

Peak Area (A-s); 0.189
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
concentration (ug/L

Peak Area (A-s): 0.008
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s):

) :

Peak Area (A-s); 0.008
Background Pk Area (A-s);
Blank corrected Pk Area (A-s);
i-nnrani-rat inn i ini / i J-

Peak Area (A-s): 0.006
Background Pk Area (A-s);
Blank corrected Pk Area (A-s)=
Concentration (ug/L

Peak Area (A-s); 0.011
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A-s): 0.012
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
Concentration (ug/L

Samp I er Pos i t i on;

RSD (7.) :



• > i > t i '-a

Mean cone <ug/L 0.3 s -3 RSD) :

Samp I e ID; 10 Sequence 00022No . : Sampler Position:

) :

concentration (ug/L I
RSD (7.) : 6.4Mean Cone (ug/L ) : 1 . 9 SD :

1 1Sampler Position:Sequence 00023Samp Ie ID; 1 1 NO .

0.014
0.037

) :

0.029

* 3) :

RSD <7. ) : 1 . 22.2Mean cone (ug/L ) :

00024Samp Ie ID: Sequence NO. :12

0.029

) :

0.032

) :

SD :Mean Cone (ug/L ) : 1 . 3

Sequence No.■ 00025Samp Ie ID: 1 3

147) :

0.025

DI/ Av- AS =5 / A — GT '< ■ O/'V

Bile.

-0.007

0.005
1.4

Peak He i gnt (A) ; 0.018
Background Pk Height (A): 0.035

-
0.12

Peak Height (A): 0.040
Background Pk Height (A); 0.027

Peak Height (A): 0.020
Background Pk Height (A): 0.026

Peak Height (A) : 0.016 
Background Pk Height (A):

Peak Height (A): 0.037
Background Pk Height (A): 0.031

Peak Height (A); 0.020 
Background Pk Height < A ) ■-

-0.012
0.008

2.3

-0.014
0.008

2.2

Peak Height (A): 0.020 
Background Pk Height (A):

Peak Height (A); 0.018
Background Pk Height (A);

Peak Area < A-s);
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):
Concentration (ug/L

-0.009
0.007

1.8

-0.014
0.007

2.0

-0.011
0.018

4.8

Peak Area (A-s); 0.013
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):
Concentration (ug/L

Peak Area (A-s): 0.010
Background Pk Area (A-s):
Blank corrected Pk Area (A-s):
Concentration (ug/L

Peak Area (A-s); 0.013
Background Pk Area (A-s):
Blank corrected Pk Area (A-s):

) :

-n--- v —cr

Peak Area (A-s):
Background Pk Area (A-s);
Ci 1 v-iLz___a >—• f* £3

-0.013
0.005

1.3

Sampler Position: 13

F-
0.11 RSD (7.) :

Peak Area (A-s); 0.011
Background Pk Area (A-s): -0.015
Blank Corrected Pk Area (A-s): 
concentration (ug/L

Peak Area (A-s): 0.023
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
Concentration (ug/L

Sampler Position: 12

Peak Area (A-s): 0.014
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s);
Concentration (ug/L

RSD (7.) :

SD :



x n /

Mean cone (ug/L ) : 5 . 1 7.7SD : 0.39 D ( 7») :

Samp Ie ID: 1 41 4 Sequence 00026 Samp I er Pos i t i on:NO .

Concentration (ug/L

) :

Mean Cone (ug/L ) : 26.2 SD : 0.84 3.2

1515 00027 Sampler Pos i tion:Sample ID: Sequence No.;

lan

VS
is greater tnan

0.218

1700028 Sampler Position:Samp Ie ID; 17 Sequence No. :

0.026

0.010

concentration (ug/L

SD ;Mean cone o . 1(ug/L ) :

NO.: 00029samp Ie ID: 18 sequence

> :

) :

(ug/L 34.8Mean cone ) :

148

. 6

peak Height (A); 0.007
Background Pk Height (A):

Peak Height (A); o.007 
Background Pk Height (A):

Peak Height (A)■ o.157
Background Pk Height (A): 0.040

Peak Height (A): 0.185
Background Pk Height (A): 0.047

Peak Height (A): 0.188
Background Pk Height (A): 0.046

0.013
0.094

25.7

0.021
0.126

34.3

V . V U- V
5 4

0.013
0.098

n i
) :

0.019
0.129

35.3

-0.020
0.000

0.0

The sample absorbance
Peak Area (A-s): 0.763 
Background Pk Area (A-s): 
Blank corrected Pk Area (Ajl 

Concentration (ug/_L.

Peak Area (A-s); 0.100
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):
Concentration (ug/L

Peak Height (A): 0.135
Background Pk Height (A): 0.036

Peak Area (A-s): 0.104
Background Pk Area (A-s):
Blank corrected Pk Area (A-s):

): 26.8

Peak Area (A-s); 0.006
Background Pk Area (A-s):
Blank corrected Pk Area (A-s):

) :

u f '—i i i i i ww t1
Concentration (ug/L

at of the highest^ 
. Peak TA\- i n 1S
•*’*‘“8 ackground Pk Height (A): 0.371

Peak Area (A-s); 0.131
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A-s); 0.135
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):
Concentration (ug/L

Peak Area (A-s): 0.007
Background Pk Area (A-s): -0.017
Blank corrected Pk Area (A-s): 0.001
Concentration (ug/L ): 0.2

Background Pk Height (A): 0.046

3D: 0.74 RSD(7. )• 2.1 *

U ~5 7

207.0

Sampler Position: 18

RSD(%):

RSD (7.) :




